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Summary
Fertilization requires recognition, attachment, and mem-
brane fusion between gametes. In metazoans, rapidly
evolving surface proteins contribute to gamete recognition
and adhesion [1]. Flowering plants evolved a double fertiliza-
tion process wherein two immotile sperm cells are delivered
to female gametes by the pollen tube, guided by elaborate
communications between male and female reproductive
organs [2–7]. Once released, the sperm cells contact female
gametes directly prior to gamete fusion. It remains unclear
whether active gamete recognition and attachment
mechanisms are required for double fertilization. Here, we
provide functional characterization of Arabidopsis GAMETE
EXPRESSED 2 (GEX2), which encodes a sperm-expressed
protein of unknown function [8]. GEX2 is localized to the
sperm membrane and contains extracellular immunoglob-
ulin-like domains, similar to gamete interaction factors in
algae and mammals [9, 10]. Using a new in vivo assay, we
demonstrate that GEX2 is required for gamete attachment,
in the absence of which double fertilization is compromised.
Ka/Ks analyses indicate relatively rapid evolution of GEX2,
like other proteins involved in male and female interactions
[1, 3]. We conclude that surface proteins involved in gamete
attachment and recognition exist in plants with immotile
gametes, similar to algae and metazoans [11, 12]. This con-
servation broadens the repertoire of research for plant repro-
duction factors to mechanisms demonstrated in animals.Results and Discussion
Isolation of a Mutant Defective for Gamete Fusion
We mutagenized a double marker (DM) line, in which sperm
nuclei and the central cell are labeled with HTR10-RFP (snRFP)8Present address: Waseda Institute for Advanced Study, Waseda Univer-
sity, Shinjuku, Tokyo 169-8050, Japan
*Correspondence: moritoshi@aoni.waseda.jp (T.M.), fred@tll.org.sg (F.B.)andDFWA-GFP (ccGFP), respectively [13, 14], andscreened for
plantsdefective fordouble fertilization.Asa result,we isolateda
mutant line, Y47, showing one set of unfused sperm cells (Fig-
ure 1A). Two sets of unfused sperm pairs were rarely detected,
likely delivered by a second pollen tube as reported for other
mutants defective in sperm release [15] (see Figure S1A avail-
able online). In the Y47 line, aniline blue-stained pollen tubes
reached all ovules normally regardless of whether they showed
seed development or not, and they did not show any coiled un-
ruptured invading pollen tubes typical of feronia-class mutants
[16,17] (FiguresS1BandS1C).Time-lapse imagingshowedthat
in contrast to wild-type (WT) (Figure 1B), the Y47 sperm pair ar-
rests after reaching the central cell (Figure 1C; Movie S1). We
concluded that Y47 sterility is caused by deficiency in gamete
recognition, adhesion, or fusion. The Y47 phenotype was de-
tected only in self-pollinated heterozygous Y47 plants and in
crosses betweenWT ovules and Y47mutant pollen, in contrast
toWT self and crosses betweenWT pollen and Y47mutant ov-
ules (Figure 1D). In addition, crosses between WT ovules and
Y47 homozygous mutant pollen produced a percentage of un-
fertilizedovulesapproximately2-foldhigher thanasimilarcross
with the heterozygous mutant (Figure 1D), further supporting
that Y47 causes a male gametophytic defect of fertilization.
GEX2 Loss of Function Is Defective for Fertilization
Genetic mapping identified a 271 kb domain in chromosome 5
that contained the mutation responsible for the Y47 male ste-
rility. Because this domain contains a sperm-specific gene
candidate, GAMETE EXPRESSED 2 (GEX2) (At5g49150) [8],
we sequenced the genomic GEX2 and GEX2 cDNA isolated
from WT and Y47 plants. A point mutation exchanging G to A
was detected in the first base of the eighth intron of GEX2
(Figures 2A and S1D). The mutation was also confirmed in a
cleaved amplified polymorphic sequence (CAPS) assay (Fig-
ure S1D). As a result, the Y47 line was named gex2-1. gex2-1
affects the consensus 50 GT sequence involved in intron
splicing [18] and causes production of a longer PCR product
containing the unspliced intron (Figure 2B). Missplicing of
gex2-1 transcripts results in a frameshift leading to a stop
codon in the ninth exon (Figure S1D), questioning whether
gex2-1 is a null allele. We isolated another Arabidopsis GEX2
mutant line (FLAG_441D08), in which the GEX2 gene is disrup-
ted by T-DNA insertion (Figure 2A), preventing production of
functional GEX2 transcripts in homozygous FLAG_441D08
plants (Figure 2B). This line, named gex2-2, showed the
same defects observed in gex2-1 (Figure 2C), suggesting
that both gex2-1 and gex2-2 are null alleles that produce
sperm cells unable to perform double fertilization.
To confirm that the loss of GEX2 was responsible for the
male sterility phenotype, we produced a homozygous gex2-1
line expressing genomic GEX2 conjugated with GFP cDNA,
under the GEX2 promoter (2/gex2-1+/gGEX2-GFP). Fertility was
restored in complemented mutant plants (Figure S1E),
showing that GEX2 is required for functional sperm cells and
that gex2-1 is a recessive mutation.
GEX2 Is Located at the Plasma Membrane of Sperm Cells
GEX2was initially described as composed of 12 exons and en-
coding 885 amino acid residues [8] (Figure 2A). However, we
Figure 1. Identification of the New Gamete Fusion-Defective Mutant Y47
(A) A gamete fusion-defective line, Y47, occasionally showed sperm nucleus
(sn) signals from unfused sperm cells in ovules (arrow). The area indicated
by the arrow is magnified in the inset. In most ovules showing an snRFP
signal pair, nomorphological changes occurredwith the central cell nucleus
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171detected extended sequences in both the 50 and30 directions of
theGEX2 cDNA. As a result, we found that theGEX2 comprises
16 exons and encodes 1,087 residues (Figure 2A). Domain pre-
diction programs predicted that GEX2 encodes a single-pass
transmembrane (TM) protein composed of anN-terminal signal
sequence (SS), filamin repeat domains (FLMN), and a C-termi-
nal TM domain (Figure 2D). In gex2-1 pollen expressing
pGEX2::gGEX2-GFP (Figures 2E–2G), GEX2-GFPwasdetected
specifically in the plasmamembrane of spermcells, resembling
the localizationofGCS1 [19–22] (Figures2F, 2H,and2I). Inonion
epidermal cells, both GEX2-GFP and GCS1-GFP, expressed
under the control of the cauliflowermosaic virus 35S promoter,
were detected in plasma membranes (Figures S2A–S2F), sug-
gesting that GEX2 localization to the plasma membrane does
not require sperm cell-specific factors.
gex2 Causes Single Fertilization and Seed Abortion
In addition to undeveloped ovules, aborted seeds were
detected at a notable frequency (w20%) in selfed gex2
mutants (Figure 3A) and when gex2mutants were used as pol-
len donors (Figure 3B), but not in 2/gex2-1 plants expressing
pGEX2::gGEX2-GFP (Figure S1E). We observed that failure of
a single sperm cell fusion led to seeds that contain either an
embryo or an endosperm (Figure 3C). To further confirm the
linkage between seed abortion and gex2 sperm phenotype,
we combined genomic GEX2 or gex2-1 with snGFP and intro-
duced the constructs (snGFP;gGEX2 or snGFP;ggex2-1,
respectively) into 2/gex2-2 plants (Figure S3A). After pollina-
tion of WT ovules with 2/gex2-2+/snGFP;gGEX2 pollen, the seed
sets derived from this outcross were almost normal, suggest-
ing that the genomic GEX2 fragment complemented the
gex2-2 phenotype (Figure S3B). In contrast, outcross between
2/gex2-2+/snGFP;ggex2-1 (male) and WT (female) plants led to
seed arrest (Figure S3B), in which unfused sperm cells were
frequently detected (Figures S3C and S3D). We conclude
that in the absence of GEX2, sperm cells are delivered
correctly but are unable to interact properly with female gam-
etes in such a manner that fertilization is prevented with both
or a single female gamete.
GEX2 Is Required for Gamete Attachment
We tested whether GEX2 is involved in gamete attachment. In
Arabidopsis, the gametes are tightly arranged with companion
cells in the embryo sac, preventing a direct assessment of
the attachment between sperm cells and female gametes. To
enable evaluation of the degree of adhesion between gametes,
we treated ovules expressing egg membrane and nucleus
markers (emGFP (pDD45::GFP-PIP2a [22]) andenRFP, respec-
tively) or a central cell marker (ccGFP) with polysaccharide-
digesting enzymes. In digested embryo sacs, egg and(ccn) (left ovule), while proliferating endosperm nuclei (enn) were detected in
ovules with no snRFP signals (right ovule). The scale bar represents 50 mm.
(B and C) Time-lapse imaging of normal and impaired double fertilization in
live Arabidopsis reproductive tissues.
(B) InWT plants, one of the sperm nuclei initiated karyogamywith the central
cell nucleus within 1 hr after sperm entering the embryo sac (upper arrow-
head in the third and fourth panels of B), and the first karyokinesis of endo-
sperm nuclei took place within 5 hr after completion of karyogamy (the fifth
and last panels of B).
(C) In contrast, Y47 sperm nuclei (arrowhead) remained unfused even at
more than 6 hr after sperm entrance (right panel).
(D) Ovules showing an snRFP signal were counted. Three to six siliques at
1 day after pollination (DAP) were collected from two to three individuals
for each crossing group.
Figure 2. Detection of Mutations Causing Male Sterility in gex2 Mutants and Characterization of GEX2 Structure
(A) Gene structure of Arabidopsis GEX2. Exons and introns are represented with vertical boxes and horizontal lines, respectively. The newly determined
GEX2 structure in this study is drawn in black, while that of the gene previously reported by Engel et al. is shown in gray [8]. The position of the point mutation
in the Y47 line is indicated. In the gex2-2 line, at least two copies of inverted T-DNA repeat are found in the third exon. The arrows represent primer positions
used for T-DNA detection.
(B) PCR assays to detect gex2mutations. Because a point mutation in gex2-1 lines prevents proper mRNA splicing, longer transcripts were detected in both
heterozygous and homozygous gex2-1 flowers (top panel). Only two sets of primers, f4-LB and r2-LB, detected the T-DNA fragments in 2/gex2-2 plants
(bottom left panel). In RT-PCR assays, no functional GEX2 expression was detected, whereas GCS1 expression was obvious in 2/gex2-2 flowers (bottom
right panel).
(C) Phenotypes of gex2-2 plants. gex2-2 transmission was evaluated with that of the Kan-resistant gene (KanR) contained in the T-DNA insert (top panel).
Offspring seeds were collected from two to three individuals for each crossing group. 2/gex2-2+/snGFP plants, in which sperm nuclei are GFP labeled,
were obtained (bottom left). Frequent snGFP signals were detected in WT ovules after pollination with 2/gex2-2+/snGFP pollen (bottom right). The
frequency (percentage) of snGFP-positive ovules is shown with the 6SD in parentheses (n = 333). Scale bars represent 15 mm (bottom left) and
50 mm (bottom right).
(D) Characterization of the GEX2 protein. GEX2 protein is composed of an N-terminal signal sequence (SS), filamin repeat domains (FLMN), and a C-terminal
transmembrane domain (top). Amino acid positions of those domains above are indicated. The hydropathy profile of GEX2 detected remarkable peaks
(shaded black) in the N- and C-terminal regions, reflecting the SS and TM domains, respectively (bottom).
(E–G) pGEX2::gGEX2-GFP expression in 2/gex2-1 pollen. (E) and (F) are an identical field group and are merged in (G). Sperm nuclei (sn) are specifically
labeled with HTR10-RFP (E). The GEX2-GFP signals were detected specifically in sperm cells (F). Tailed GFP signals (arrow) were observed besides sn-sur-
rounding ones (arrowhead). Scale bar represents 10 mm.
(H and I) GEX2-GFP signals were also detected in sperm cells migrating in a pollen tube of the GEX2-GFP-expressing line (H, arrowheads). Similar sn-sur-
rounding signals, derived from endomembrane, were also detected in a GCS1-GFP-expressing line (I, arrowheads). Scale bar represents 10 mm.
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172central cells became round (Figures 4A and 4E), enabling us
to assess the degree of attachment between the egg/central
cells and sperm cells in ovules after pollination with pollen
from 2/gex2-1 or +/gcs1 mutants expressing snRFP. When
pollen was provided by +/gcs1 plants, plasmolyzed ovules
frequently showed a pair of sperm cells attached to the egg
cell (Figure 4B) or the central cell (Figure 4F). In contrast,
when pollen was provided by 2/gex2-1, we observed pre-
dominance of two types of plasmolyzed ovules with (1) one
attached sperm cell and one detached sperm cell (Figures 4C
and 4G) and (2) two detached sperm cells (Figures 4D
and4H). Spermcell detachment in2/gex2-1wasalso detected
in ovules without enzymatic treatment, indicating that thegamete detachment is due not to polysaccharide digestion
but to gex2 (Figures S4A–S4C). In both groups, only one snRFP
signal instead of two was frequently detected and likely corre-
sponded to single fertilization events or sperm cell death
(insets in Figures 4C, 4D, 4G, and 4H). Thepercentageof ovules
containing no attached sperm cells was greater in gex2-1 than
in gcs1mutants (Figures 4D, 4H, and 4I). These results suggest
that GEX2 contributes to gamete attachment, ensuring stable
double fertilization.
In metazoans, rapid divergence of genes encoding recogni-
tion and attachment factors participates in reproductive isola-
tion [1]. We analyzed molecular divergence in GEX2 and GCS1
between the closely related species A. thaliana and A. lyrata.
Figure 3. Abnormal Seed Development in gex2 Plants
(A) Almost all seeds showed normal development in selfed WT plants, while
undeveloped ovules (arrows) and aborted seeds (arrowheads) were
frequently detected in 2/gex2-1 and 2/gex2-2 plants.
(B) Normally developing seeds (green), aborted seeds (pink), and undevel-
oped ovules (brown) were counted. Three to five siliques were collected
from each of three individuals atw10 DAP for each crossing group.
(C) Various fertilization patterns in the gex2-1 line. Ovules at 2 DAP were
observed and categorized as follows: normal development showing prolif-
eration of both endosperm (enn) and embryo (emn) nuclei (left), develop-
ment of the embryo alone (center) or the endosperm alone (right), and no
development (not shown). The remnants of the snRFP signal were occasion-
ally detected in the incompletely developing ovules described above (sn).
The percentage of each development type observed in three individuals
(except for ‘‘no development’’) is shown with the 6SD in parentheses (n =
345). Scale bar represents 50 mm.
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number of nonsynonymous substitutions per nonsynonymous
site (Ka) and the number of synonymous substitutions persynonymous site (Ks) was calculated (Ka/Ks ratio), based on
a sliding windowmethod [3, 23]. Higher Ka/Ks values were de-
tected in GEX2 than in GCS1, suggesting that GEX2 evolves
more rapidly thanGCS1 (Figure 4J) in accordwith their respec-
tive functions in recognition/attachment and in homotypic
fusion.
Conclusions
GEX2 is expressed in the plasma membrane of sperm cells,
and this is also supported by the appearance of the TM
domain in our revised annotation of the GEX2 gene. The
expression of both GEX2 and GCS1 in sperm cells requires
the transcription factor DUO1 [24]. Although a previous study
reported that GEX2 is also expressed in the egg cell [25], we
were unable to confirm egg cell GEX2 localization, and gex2
mutation did not affect female fertility, suggesting that GEX2
is not expressed or does not have an essential function in
the egg cell.
GEX2 is required for interaction between sperm cells and
female gametes, leading to gamete fusion, and our results
suggest that although they are no longer motile, higher-plant
gametes have retained mechanisms that control gamete
recognition and attachment in ancestral organisms with motile
gametes. Such interactions do not distinguish the fusion with
the egg cell from the central cell, supporting further earlier re-
ports showing that sperm cells have equal capacity to fertilize
either female gamete [26, 27].
Flowering plant GEX2 homologs contain at least one filamin-
like domain (Figure S4D). Filamin was originally identified as a
protein that possesses an N-terminal actin-binding domain
and an adjacent rod-shaped arm, composed of filamin re-
peats, in Dictyostelium discoideum (slime mold) and humans
[28, 29]. Interestingly, a similar domain is also present in the
N terminus of Chlamydomonas FUS1, which also functions in
gamete attachment [9, 11] (Figure S4D). This suggests that
GEX2 and FUS1 might share similar functions in gamete
attachment. Filamin domains form immunoglobulin (Ig)-like
fold [28, 29]. In mammals, IZUMO1 has been reported as a
TM protein critical to gamete fusion, expressed specifically
on the sperm surface [10]. IZUMO1 is a member of the Ig su-
perfamily and possesses an Ig domain within its N-terminal
sequence [10]. The degree of functional conservation between
FUS1, GEX2, and IZUMO1 remains to be established. The lack
of complete arrest of fertilization in gex2 implies that other
gamete attachment factors function redundantly with GEX2.
Furthermore, the Ka/Ks value between A. thaliana and
A. lyrata GEX2s was highest in the window corresponding to
the filamin-like domain, suggesting that divergence in this
domain may participate in reproductive isolation (Figure 4J).
Our findings not only advance our understanding of mecha-
nisms involved in gamete interaction in plants but also might
contribute to improve remediation of fertility defects in crops
and allow overcoming sexual reproduction barriers required
for breeding new crops.
Accession Numbers
The DNA Data Bank of Japan accession number for the GEX2 sequence
newly determined in this paper is AB743888.
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Supplemental Information includes four figures, Supplemental Experi-
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Figure 4. Molecular Function Analyses of GEX2
(A) To assess gamete attachment, we prepared an egg cell marker line expressing both enRFP and emGFP. After enzymatic treatment, the egg cell (pe) was
plasmolyzed and assumed a round shape.
(B–D) When snRFP-positive ovules after pollination with2/gex2 or +/gcs1 pollen were observed, unfused sperm cells (sn) attached to (B and C) or detached
from (D) the egg cell were detected.
(E) ccGFP-expressing ovules were also enzymatically treated to induce plasmolyzed central cells (pc). Scale bar represents 50 mm.
(F–H) Similar sperm behaviors were also detected in ccGFP-expressing ovules. Scale bar represents 25 mm. Insets show single sperm cells attached to
(C and G) or detached from (D and H) the female gamete. The percentages of each class of phenotype in gex2-1 are shown with the 6SD in parentheses
in (B)–(D) (n = 39) and (F)–(H) (n = 40). Each experiment was repeated two or three times.
(I) Percentage of ovules with detached sperm cells (shown in D and H) in gex2-1 and gcs1. n* represents the total number of ovules showing completely
plasmolyzed egg or central cell and arrested sperm cells.
(J) Ka/Ks ratios on GEX2 and GCS1 were calculated between A. thaliana and A. lyrata using a sliding window analysis. The window size corresponds to 10%
of total length analyzed, and the window slid with a step size of 50% of the window. The averages of Ka/Ks ratio on GEX2 and GCS1 are 0.17 and 0.04,
respectively. The positions of FLMNs, deduced by three prediction software tools utilizing their large databases (PROSITE, HMMPfam, and Gene3D;
http://www.ebi.ac.uk/Tools/pfa/iprscan/), are shown.
Current Biology Vol 24 No 2
174Acknowledgments
We thank K. Suzuki and Y. Ono for general laboratory assistance. We are
grateful to T. Kinoshita and Y. Niwa for supplying the DFWA-GFP line and
the plant GFP expression vector, respectively. We also thank S. Nagahara,
D. Kurihara, and T. Higashiyama for technical support of the high-resolutiontime-lapse imaging. This study is funded by a Grant-in-Aid for Scientific
Research on Innovative Areas to T.M. (21112008) and T.I. (22112515), a
Grant-in-Aid for Young Scientists (B) to T.M. (24770062), and a Grant-in-
Aid for Challenging Exploratory Research to T.I. (22657017) from the Minis-
try of Education, Culture, Sports, Science and Technology of Japan, as well
as funds from Temasek Life Sciences Laboratory to F.B.
Gamete Attachment Factor in a Flowering Plant
175Received: September 6, 2013
Revised: October 21, 2013
Accepted: November 15, 2013
Published: January 2, 2014
References
1. Swanson, W.J., and Vacquier, V.D. (2002). The rapid evolution of repro-
ductive proteins. Nat. Rev. Genet. 3, 137–144.
2. Higashiyama, T., Yabe, S., Sasaki, N., Nishimura, Y., Miyagishima, S.,
Kuroiwa, H., and Kuroiwa, T. (2001). Pollen tube attraction by the syner-
gid cell. Science 293, 1480–1483.
3. Escobar-Restrepo, J.M., Huck, N., Kessler, S., Gagliardini, V.,
Gheyselinck, J., Yang, W.C., and Grossniklaus, U. (2007). The
FERONIA receptor-like kinase mediates male-female interactions
during pollen tube reception. Science 317, 656–660.
4. Okuda, S., Tsutsui, H., Shiina, K., Sprunck, S., Takeuchi, H., Yui, R.,
Kasahara, R.D., Hamamura, Y., Mizukami, A., Susaki, D., et al. (2009).
Defensin-like polypeptide LUREs are pollen tube attractants secreted
from synergid cells. Nature 458, 357–361.
5. Kessler, S.A., Shimosato-Asano, H., Keinath, N.F., Wuest, S.E., Ingram,
G., Panstruga, R., and Grossniklaus, U. (2010). Conserved molecular
components for pollen tube reception and fungal invasion. Science
330, 968–971.
6. Dresselhaus, T., and Franklin-Tong, N. (2013). Male-female crosstalk
during pollen germination, tube growth and guidance, and double fertil-
ization. Mol. Plant 6, 1018–1036.
7. Suzuki, G. (2009). Recent progress in plant reproduction research: the
story of the male gametophyte through to successful fertilization.
Plant Cell Physiol. 50, 1857–1864.
8. Engel, M.L., Holmes-Davis, R., and McCormick, S. (2005). Green sperm.
Identification of male gamete promoters in Arabidopsis. Plant Physiol.
138, 2124–2133.
9. Misamore, M.J., Gupta, S., and Snell, W.J. (2003). The Chlamydomonas
Fus1 protein is present on the mating type plus fusion organelle and
required for a critical membrane adhesion event during fusion with
minus gametes. Mol. Biol. Cell 14, 2530–2542.
10. Inoue, N., Ikawa, M., Isotani, A., andOkabe,M. (2005). The immunoglob-
ulin superfamily protein Izumo is required for sperm to fuse with eggs.
Nature 434, 234–238.
11. Liu, Y., Tewari, R., Ning, J., Blagborough, A.M., Garbom, S., Pei, J.,
Grishin, N.V., Steele, R.E., Sinden, R.E., Snell, W.J., and Billker, O.
(2008). The conserved plant sterility gene HAP2 functions after attach-
ment of fusogenic membranes in Chlamydomonas and Plasmodium
gametes. Genes Dev. 22, 1051–1068.
12. Hirohashi, N., Kamei, N., Kubo, H., Sawada, H., Matsumoto, M., and
Hoshi, M. (2008). Egg and sperm recognition systems during fertiliza-
tion. Dev. Growth Differ. 50 (Suppl 1 ), S221–S238.
13. Ingouff, M., Hamamura, Y., Gourgues, M., Higashiyama, T., and Berger,
F. (2007). Distinct dynamics of HISTONE3 variants between the two
fertilization products in plants. Curr. Biol. 17, 1032–1037.
14. Kinoshita, T., Miura, A., Choi, Y., Kinoshita, Y., Cao, X., Jacobsen, S.E.,
Fischer, R.L., and Kakutani, T. (2004). One-way control of FWA
imprinting in Arabidopsis endosperm by DNA methylation. Science
303, 521–523.
15. Kasahara, R.D., Maruyama, D., Hamamura, Y., Sakakibara, T., Twell, D.,
and Higashiyama, T. (2012). Fertilization recovery after defective sperm
cell release in Arabidopsis. Curr. Biol. 22, 1084–1089.
16. Huck, N., Moore, J.M., Federer, M., and Grossniklaus, U. (2003). The
Arabidopsis mutant feronia disrupts the female gametophytic control
of pollen tube reception. Development 130, 2149–2159.
17. Capron, A., Gourgues, M., Neiva, L.S., Faure, J.E., Berger, F.,
Pagnussat, G., Krishnan, A., Alvarez-Mejia, C., Vielle-Calzada, J.P.,
Lee, Y.R., et al. (2008). Maternal control of male-gamete delivery in
Arabidopsis involves a putative GPI-anchored protein encoded by the
LORELEI gene. Plant Cell 20, 3038–3049.
18. Breathnach, R., Benoist, C., O’Hare, K., Gannon, F., and Chambon, P.
(1978). Ovalbumin gene: evidence for a leader sequence in mRNA and
DNA sequences at the exon-intron boundaries. Proc. Natl. Acad. Sci.
USA 75, 4853–4857.
19. Mori, T., Kuroiwa, H., Higashiyama, T., and Kuroiwa, T. (2006).
GENERATIVE CELL SPECIFIC 1 is essential for angiosperm fertilization.
Nat. Cell Biol. 8, 64–71.20. von Besser, K., Frank, A.C., Johnson, M.A., and Preuss, D. (2006).
Arabidopsis HAP2 (GCS1) is a sperm-specific gene required for pollen
tube guidance and fertilization. Development 133, 4761–4769.
21. Sprunck, S., Rademacher, S., Vogler, F., Gheyselinck, J., Grossniklaus,
U., and Dresselhaus, T. (2012). Egg cell-secreted EC1 triggers sperm
cell activation during double fertilization. Science 338, 1093–1097.
22. Igawa, T., Yanagawa, Y., Miyagishima, S.Y., andMori, T. (2013). Analysis
of gamete membrane dynamics during double fertilization of
Arabidopsis. J. Plant Res. 126, 387–394.
23. Nei, M., and Gojobori, T. (1986). Simple methods for estimating the
numbers of synonymous and nonsynonymous nucleotide substitutions.
Mol. Biol. Evol. 3, 418–426.
24. Brownfield, L., Hafidh, S., Borg, M., Sidorova, A., Mori, T., and Twell, D.
(2009). A plant germline-specific integrator of sperm specification and
cell cycle progression. PLoS Genet. 5, e1000430.
25. Alandete-Saez, M., Ron, M., and McCormick, S. (2008). GEX3, ex-
pressed in the male gametophyte and in the egg cell of Arabidopsis
thaliana, is essential for micropylar pollen tube guidance and plays a
role during early embryogenesis. Mol. Plant 1, 586–598.
26. Ingouff, M., Sakata, T., Li, J., Sprunck, S., Dresselhaus, T., andBerger, F.
(2009). The two male gametes share equal ability to fertilize the egg cell
in Arabidopsis thaliana. Curr. Biol. 19, R19–R20.
27. Hamamura, Y., Saito, C., Awai, C., Kurihara, D., Miyawaki, A.,
Nakagawa, T., Kanaoka, M.M., Sasaki, N., Nakano, A., Berger, F., and
Higashiyama, T. (2011). Live-cell imaging reveals the dynamics of two
sperm cells during double fertilization in Arabidopsis thaliana. Curr.
Biol. 21, 497–502.
28. Zhou, A.X., Hartwig, J.H., and Akyu¨rek, L.M. (2010). Filamins in cell
signaling, transcription and organ development. Trends Cell Biol. 20,
113–123.
29. Popowicz, G.M., Schleicher, M., Noegel, A.A., and Holak, T.A. (2006).
Filamins: promiscuous organizers of the cytoskeleton. Trends
Biochem. Sci. 31, 411–419.
